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OMP usher plasmid toxin/antitoxin fimbriae RhsG, macrophage toxin CP933-H,| porin regulator EaeH intimin adhesin ribose transport hexose phosphate transport, iron transport conserved hypothetical proteins
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RTX toxin, porin RhsH fimbriae uptake and fermentation CP-933K putative sulfatase integrase, phage proteins, tellurite resistance, urease,
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CP-933M BP-933W stx2 adhesin, polyketide synthesis, chaperones, usher, pilin phage proteins, tellurite resistance, urease, CP-933N
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CP-933C CP-933X gap 1 CP-933X iron transport CP-9330, colonization factor fimbriae porin OM proteins CP-933R
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efflux pump (acriflavin) chaperone gap 2 CP-933T
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CP-933U invasin membrane receptor O-antigen i fimbrial proteins CP-933V aromatic degradation antibiotic efflux fimbriae sucrose uptake, P22 phage proteins
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DMSO reductase chaperone regulator decarboxylase inv/spa-like type Ill secretion
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ABC transport enterotoxin, cytotoxin iron transport sugar PTS fimbriae bacterioferritin helicase fatty acid biosynthesis
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sugar PTS Iron transport/utilization long polar fimbriae permease adhesin LPS biosynthesis CP-933L, LEE long polar fimbriae glycoporin
T ! | | ] | 1 | 1 Il Il I— m | I— I 1 f 1 | . [ | ! ! | 1
T T T T T | T T T T T I T — T T T T T T T T T T 1 T T T T 1 T U
KI#173 KI#174 KI#175 KI#176-177 KI#178 KI#179 KI#180 KI#181KI#182 KI#183 KI#184 KI#185 KI#186 KI#187 KI#188 KI#189 KI#190 KI#191 KI#192 KI#193 KI#194 KI#195  KI#196 KI#197 KI#198 KI#199 KI#200-201 KI#202-203
pitA gor arsR treF kdgK yhjS cspA xylR yial rhsA mtlA yibL lldP rfaF waal recG selC escD sepZ emrD yidL yidS mpA  thdF tnal yieH rbskK rmC ivC rho wecF  argX cyaA xerC uvrD corA pldB metE ubiE tatC ubiB hemG A dsbA polA hemN yiiD fdhD rhaS  sodA
T S s B s s s B 5 s 1 | T o s O s | =1 s s 0 O T i — ul ul =0 = =] Im] imal =10 i e B s o T — i s O
I S | sy s | e L s =] E— i} —| = = = = ) = =0 T = I s i L1 e 1 i 1 o T O L] s | maj T = T inm s = = 0 = L o= = = =) ] =
yhhJ yhil yhiO priC gadA dctA yhjN dppB  proK yhjX bisC glyS xylA bax yiaT aldB  yiaY selA secB tdh waaD rfaG glitS espF espA eae tir sepQ escR yicM yicN uhpA ilvN yidF yidA recF dnaA yieG phoU pstS gimS atpA ppiC hemX rarD metR rfaH fadA mobA ginG  gInA yihQ yihS fdoH frvA  rhaD
T T T T T T4500000 T T T T T T T T4600000 T T T T T T T4700000 T T T T T4800000 T T T T T T T4900000 T T T T T T
Ol#160  Ol#161 Ol#162 OI#163 Ol#164 Ol#165 Ol#166 01#168 01#169 0I#170 Ol#171 ol#172 OI#173 Ol#174 OI#175 0l#176 o177
RhsF hippuricase, citrate permease sorbose PTS ribose transport, response regulator helicase invasin restriction/modification
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