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Figure 12.7
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Figure 12.8
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Figure 12.9
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Figure 12.11

A P2
_-'J.'\-\—\_\l
P
. ’ g galt O
/A /Y
-60 +1 +50




@ Regulation of Gene Expression | FIND |

Figure 12.12
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Figure 12.13
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Figure 12.14
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Figure 12.15
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Figure 12.16

A Absence of arabinose
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Figure 12.17
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