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ILUISSE R Some E. coli nonsense suppressor tRNAs

Suppressor name tRNA Anticodon change Suppressor type
supE tRINACIN CUG-CUA Amber
supF ERNADT GUA-CUA Amber
supB tRNAS" UUG-UUA Ochre/amber
supl tRNAY® UUU-UUA Ochre/amber
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Figure 3.21
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Figure 3.23
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Table 3.5
TABLE 3.5 Interpretation of complementation tests
Test result Possible explanations
x and y complement Mutations are in different genes
Intragenic complementation has
occurred”

x and y do not complement  Mutations are in the same gene
One of the mutations is dominant
One of the mutations affects a
regulatory site or is polar

“See the text for an explanation of intragenic complementation. This is a less
likely explanation than the mutations being in different genes.




