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Figure 3.11
IS

P I
I I I
R dR—A: T—dR
I I

Cytosine F F

i5 dleaminated ﬁIIt—GE:. _— I:IIII.
I I

I I
dR—T:A—dR di—T: A—dh

I
|
P P "
I

Uracil M-glycoiylas:
remaoves uracil

Repair symthesis
and I|l:_:|.'|.I||'|rl|

—— ] e —
e——— | ] P SSS—



3) Mutations and Genetic Analysis

Figure 3.12
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Figure 3.13
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Figure 3.14
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Figure 3.18
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Figure 3.19
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Figure 3.20
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