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Figure 12.1
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Figure 12.2
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Figure 12.3
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Table 12.1

Genetic behavior of lac mutations

Mutation  Inducibility Complementation behavior

lacZ Noninducible Recessive; trans-acting

lacl Constitutive Recessive; trans-acting

lacP Noninducible Dominant; trans-acting

lacr® Constitutive Dominant; trans-acting

lacl? Inducible” Dominant; trans-acting

lacO* Constitutive Dominant; cis-acting

lacP Noninducible Recessive; cis-acting

? Tighter on-off control.
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Figure 124
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Figure 12.5
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Figure 12.6
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Figure 12.7
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Figure 12.8
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Figure 12.9
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Figure 12.10
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Figure 12.11
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Figure 12.12
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Figure 12.13
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Figure 12.14
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Figure 12.15
- O
AraC

CAP site
araC l araB araA araD
. A vkl 1 ]

araO, araO,

L-Ribulose L-Arabinose L-Ribulose-5-(P)
kinase isomerase  epimerase
| |

TN / ]

—_———_—— - ——— = -

! | !

L-Arabinose i» L-ribulose L L-ribulose-5- 1» D-xylulose-5-
phosphate phosphate

B A

Arabinose

N—

Antiactivator
Arablnose

A



Regulation of Gene Expression | FIND
Figure 12.16

A Absence of arabinose
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P2 activating araBAD transcription
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Figure 12.17
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Figure 12.18
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Figure 12.19
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Figure 12.20
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Box 12.3
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Figure 12.21

e o o o UGA
° I—l_/ \|—|
AUG 1 . .
Pause
Alternative RNA structure Terminator

secondary structures of
the leader transcript

Leader peptide
coding region

RNA AUG e o o o

3:4

hairpin structure

Termination
conformation

— Uuuuuuu
Transcription First
DNA start structural
oy 1 2 3 4
gene
Promoter ATG e o oo +« TGA ——
Leader peptide < /

-
coding region Pause site Attenuator



Regulation of Gene Expression CHAP TOC

Figure 12.22
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