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gef rpsT caiE apaH yabO polB araA yabJ tbpA leuC nadC yacH panB htrE folK hemL pfs dapD map proS abc dniR yafV fhiA pepD phoE intH psuI yagQ yagT ykgM ykgB betA prpR cynR lacA lacI mhpR yaiN afuA hemB yaiH proC yaiD araJ sbcC yajB tsx dxs xseB apbA cyoB ampG ybaZ ylaD acrA

thrA dnaJ nhaR slpA carA fixA yabH yabI leuL fruL ftsI murF ftsW ftsQ ftsZ mutT ampE aceF yacL yadI yadD fhuA fhuB dgt pyrH cdsA fabZ dnaE yaeD ileV rrlH aspV gmhA yafM mbhA prfH yafA thrW pinH yagU ykgL eaeH ykgE betT yahA yahG yahJ yahK prpB prpE codB cynS mhpA mhpE yaiL tauA yaiV phoA yaiE yajF phoB malZ secF thiL clpP lon mdlB ybaY
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OMP usher plasmid toxin/antitoxin fimbriae RhsG, macrophage toxin CP933-H,I porin regulator EaeH intimin adhesin ribose transport hexose phosphate transport, iron transport conserved hypothetical proteins
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priC fsr ybaR ybbK tesA ylbA purK folD envY nfrB ybcZ entD fepB ybdH dsbG rna citE dcuC lipA dacA mrdA holA leuS gltL ybeJ glnX nagD fur potE kdpE ybgO ybgD gpmA galE ybhC ybhB ybhP ybiJ ybiOglnQ dps ybiU moeB yliG deoR grxA artJ ybjP poxB aqpZ cspD terW

aefA dnaX adk ybaQ ybaT ybbI ybbM ybbP ybbD gcl ybbV fdrA arcC cysS sfmC argU ylcC pheP fepE entC cstA ahpC ybdR cspE glnS pgm ybfB ybfC ybgA ybgI nei sdhA sucB sucD cydA tolR tolB lysT aroG modB ybhJ lomK bioB moaA ybhQ rhlE ybiB ompX ybiT mipB dacC rimK potG ybjO ybjZ clpA ureD terZ
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RTX toxin, porin RhsH fimbriae glutamate uptake and fermentation CP-933K putative sulfatase integrase, phage proteins, tellurite resistance, urease,
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serW cydD pflA focA aspC ycbM fabA ompA mgsA yccA serT cspH torS cbpA wrbA exoW borW ycdG putA ycdP serX csgD solA pyrC yceL flgA rne fhuE mfd potC

lrp ftsK lolA serS serC himD msbA kdsB mukB ycbL pepN pyrD pqiA rmf helD hyaD appA torC stx2A lomW putP phoH ycdT ycdU ycdY csgA mdoH yceA mviM flgD flgF rpmF fabD holB ycfF ndh cobB
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CP-933M BP-933W stx2 adhesin, polyketide synthesis, chaperones, usher, pilin integrase, phage proteins, tellurite resistance, urease, CP-933N
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potB ycfD phoQ ymfC minE hlyE ycgB prrA treA ychF prsAhemM narX purU hns adhE kch yciC intO ydeF marA yneJ yneB osmC fdnI ydcE vgrE ydcN tehA trg ydcF hrpA ydbC ynbE sieB dbpA ynaJ ycjZ tyrR ompG ycjP pspAyciD

pepT icdA ycgJ umuD dadA mltE ymgE ychH prfA kdsA narK narG narI tdk oppB yciD ydfJ dcp ydeH uxaB hipA gadB rpsV adhP yddG narU narV ansP gapC acpD hslJ ynaF recE fnr tpx
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CP-933C CP-933X gap 1 CP-933X iron transport CP-933O, colonization factor fimbriae porin OM proteins CP-933R
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aldH pyrF acnA topA yciL yciO yciD mlc pntA fumA uidA_1 malI tyrS slyA sodC ribE ynhC ppsA nlpC himA pheS thrS ydjC celC osmE topB ydjE yeaA yeaS rnd cspC proQ pphA ptrB eda zwf msbB yebL ruvB aspS cutC flhE cheY tar motB flhD otsB yecA leuZ uvrC fliC fliE dsrA vsr lomU

yciDpspF sapA sapF fabI rnb ribA yciN trpA speG rstA manA malY nth gst rnt sodB cfa valV pykF aroD aroH pfkB katE nadE ydjZ sppA ansA gapA yeaU yeaW pabB manY holE pykA yebI yecE argS yecG ftn yecF fliD amyA yedL fliH fliN rcsA yedU yodB
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efflux pump (acriflavin) chaperone gap 2 CP-933T
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antU serU nac cobU dacD gnd per galF wcaK cpsGcpsG wcaC dcd gatR gatB thiM yohL yehB yehS antV stx1A yehW bglX yohI galS cirA lysP yeiJ fruA bcr yejO ccmH napH yojH ompC rcsC gyrA inaA glpQ pmrD menF nuoN lrhA hisP cvpA truA fabB aroC yfcS vacJ emrK glk yfeA alaX

asnT amn asnV yeeT sbcB hisL hisC yegH yegD baeS yohM metG yehI yehL yehP yehR yehV dld yohJ sanA yeiG yeiI spr rplY proL narP eco rcsB nrdA glpC elaC yfbM ackA pta folX fadL argW dsdA evgS nupC yfeC
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CP-933U invasin membrane receptor O-antigen epimerase fimbrial proteins CP-933V aromatic degradation antibiotic efflux fimbriae sucrose uptake, P22 phage proteins
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lig cysM cysP eutB eutI ypfH purC upp guaA gcpE ndk pbpC sseB fdx yphE glyA yfhK purL acpS rnc rpoE yfiE rrlG clpB aroF rplS ffh ypjA stpA gshA argQ recA hydN hycI hycA rpoS cysN ygbF ygcB cysH ygcF eno relA syd fucA gcvA recD ptr ygdBthyA lysA kduI yqeK glyU ygeV ygfS lysS xerD gcvP ubiH serA

lysV cysZ yfeK hemF talA narQ dapE hyfA hyfF focB ppk xseA sseA hcaC yphH yfhD srmB pssA pheA ssrA gabD nrdH proV emrA srlR ygbD ascB hypE mutS iap ygcP yqcD exo fucR metZ argA mutH lysR ygeH yqeA ygfP ygfZ bglA ygfA iciA
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DMSO reductase chaperone regulator decarboxylase inv/spa-like type III secretion
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fba epd yggD cmtA speB speA yggM pitB hybA exbD sufI parC parE ribB bacA aer uxaA yhaO tdcC rnpB agaR yraL deaD rpsO infB leuU yhbZ rplU mtgA arcB yhcH nanA rpsI mdh tldD mreC rrlD aroE smf rpmJ rplX rpsJ tufA rpsL kefB ppiA trpS dam aroK ompR malQ rtcB glgP gntU ggt ugpB livF rpoH ftsY yhhS

metK gshB yggW mutY nupG pheV metC mdaB tolC cca ttdA rpsU rpoD ebgA ygjJ ygjU exuT yqjG yhaC sohA agaV agaS yraJ yraP argG dacB ispB rpoN gltD degS accB fis acrE yhdW fmt mscL hopD slyX crp nirB cysG yhfR mrcA yrfH feoA gntT malT glpD yhgN yhhY yhhK zntA yhhT nikA nikE
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ABC transport enterotoxin, cytotoxin iron transport sugar PTS fimbriae bacterioferritin helicase fatty acid biosynthesis
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yhhJ yhiI yhiO prlC chuA yhiD gadA dctA yhjN dppB proK yhjX bisC glyS xylA bax yiaT aldB yiaY selA secB tdh waaD rfaG mutM pyrE gltS espF espA eae tir sepQ escR yicM yicN uhpA ilvN yidF ibpB yidA recF dnaA yieG phoU pstS glmS atpA mioC yifA ppiC hemX rarD metR rfaH fadA mobA glnG glnA yihQ yihS fdoH frvA rhaD

pitA gor arsR slp chuU treF kdgK yhjS tag cspA xylR yiaU rhsA mtlA yibL lldP rfaF waaL kdtA dut dinD rpoZ recG selC escD sepZ yicL emrD yidL yidS rnpA thdF tnaL yieH asnA rbsK rrlC ilvC rho wecF argX cyaA xerC uvrD corA pldB metE ubiE tatC ubiB hemG rrlA dsbA polA hemN yiiD yiiE fdhD rhaS sodA
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sugar PTS Iron transport/utilization long polar fimbriae permease adhesin LPS biosynthesis CP-933L, LEE long polar fimbriae glycoporin
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glpX menG hslV metJ talCptsA ppc argE udhA trmA coaA thiH thiE yjaI yjaB iclR pepE yjbD xylE plsB yjbK uvrA soxS acs yjcO yjcS phnP phnK phnB basR adiY melR fumB lysU cadB pheU dcuA yjeK frdC yjeP yjfZ ytfB cpdB ytfL ppa fbp nrdG treR pyrL argI holC yjhS gntP iadA yjiJ yjiO yjiR yjiY dnaC leuV rob arcA

pfkA cdh yiiU rpmE metL katG frwB argC oxyR yijC btuB gltT rrfB rplA rpoB rpoC htrC nfi hydG gltV rrfE aceB metH yjbC pgi lamB ubiC lexA yjbN aphA ssb soxR nrfB gltP proP melA mopB efp yjeA glyX mutL hflK purA aidB sgaT rplI cycA ytfK chpS pmbA mgtA yjgK yjgD yjgQ leuX fimA fimH uxuB yjiS tsr holD prfC yjjU deoD serB trpR creC lasT
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RhsF hippuricase, citrate permease sorbose PTS ribose transport, response regulator integrase, helicase invasin restriction/modification
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